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Abstract: Drug recommendation research based on personalized markers can help to achieve personalized
medicine and promote the development of precision medicine. In this paper, a method for calculating the weight
of drugs on personalized markers is proposed, which first uses gene expression profile data and protein network
information to filter out personalized network markers based on gene two-dimensional Gaussian distribution
and then uses the importance degree of genes and the drugs side effect data to calculate the weight of drugs.
This method is applied to lung adenocarcinoma, kidney renal clear cell carcinoma and uterine corpus
endometrial carcinoma. Through the iterative process, a list of important drug recommendations for each
disease sample is got. The results show that there are some differences in the recommended drug list and the
ordering importance of drugs in different cases of the same kind of cancer, which indicates the importance and
necessity of personalized drugs in the treatment of diseases. By querying the relationship between drugs from
the drug database, many of the drug combinations screened by this method have a positive effect on the
treatment of specific diseases, which further proves the accuracy of the drug recommendation methods based on

personalized network markers. This study will effectively promote the development of precision medicine.
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